
Expert panel consensus guidelines determine DNA sequencing plays an essential 
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agents is essential for the effective treatment of chronic wound patients.

cause persistent delay of 
chronic wound healing, and that current standard 
treatment pathways.
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MicroGenDX is the ONLY  
molecular laboratory offering:

Get more answers.

NGS DETECTED: 
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Detection of 30,000 species of bacteria, 

Detection of antibiotic resistance for 
eight antibiotic classes

A turnaround of 3.5 days (consistent with 
GWBE Panel recommendations)

The least expensive lab in the world for 
PCR + NGS

The only NGS lab with published data 
showing 96.1% concordance with culture

The most published clinical trials
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